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<210> 1 

<211> 21 

<212> PRT 

<213> Artificial 

<220> 

<223> Equivalent to the c-terminus of fibrinogen beta-chain 
<400> 1 

Lys Gly Ser Trp Tyr Ser Met Arg Lys Met Ser Met Lys lie Arg Pro 
15 10 15 



Phe Phe Pro Gin Gin 
20 



<210> 2 

<211> 20 

<212> PRT 

<213> Artificial 

<220> 

<22 3> Equivalent to an internal sequence of fibrinogen gamma -chain 
<400> 2 

Lys Thr Arg Trp Tyr Ser Met Lys Lys Thr Thr Met Lys lie lie Pro 
15 10 15 



Phe Asn Arg Leu 

20 



<210> 3 

<211> 20 

<212> PRT 

<213> Artificial 

<220> 

<223> Equivalent to the c-erminus of fibrinogen alpha-E-chain 
<400> 3 

Arg Gly Ala Asp Tyr Ser Leu Arg Ala Val Arg Met Lys lie Arg Pro 
15 10 15 



Leu val Thr Gin 
20 



<210> 4 

<211> 19 

<212> PRT 

<213> Artificial 




2 



<220> 

<223> Equivalent to the c- terminus of fibrinogen alpha-chain 
<400> 4 

Glu Ala Asp His Glu Gly Thr His Ser Thr Lys Arg Gly His Ala Lys 
15 10 15 



Ser Arg Pro 



<210> 5 

<211> 20 

<212> PRT 

<213> Artificial 

<220> 

<223> Equivalent to the c- terminus of fibrinogen gamma- chain 

<400> 5 

Leu Thr lie Gly Glu Gly Gin Gin His His Leu Gly Gly Ala Lys Gin 
1 5 ' 10 15 



Ala Gly Asp Val 
20 



<210> 6 

<211> 29 

<212> PRT 

<213> Artificial 

<220> 

<223> Fibrinogen C-beta consensus sequence 
<220> 

<221> MIS C_ FEATURE 

<222> (1) . . (2) 

<223> Xaa = Hydrophilic amino acid selected from Asp, Glu, His, Lys, Asn, 
Gin, Arg, Ser, Thr 



<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (7) . . (7) 

<223> Xaa - Hydrophobic amino acid selected from Ala, Phe, lie, Leu, Met, 
Pro, Val, Trp, Tyr 



<220> 

<221> M I SC_FE ATURE 
<222> (8) . . (8) 

<223> Xaa = Hydrophilic amino acid selected from Asp, Glu, His, Lys, Asn, 
Gin, Arg, Ser, Thr 



<220> 

<221> MIS C_FE ATURE 
<222> (9) . . (9) 

<223> Xaa = Hydrophobic amino acid selected from Ala, Phe, lie, Leu, Met, 
Pro, Val, Trp, Tyr 



<220> 
<221> 
<222> 



M I SC_FE ATURE 
(10) . . (10) 



c223> Xaa = Hydrophilic amino acid selected from Asp, Glu, His, Lys, Asn, 
Gin, Arg, Ser, Thr 



<220> 

<221> MISC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Ala or Ser 



<220> 

<221> MISC_FEATURE 

<222> (13) . . (13) 

<223> Xaa = Any amino acid 



<220> 

< 2 2 1 > MISC_FEATURE 
<222> (16) . . (16) 

<223> Xaa = Hydrophobic amino acid selected from Ala, Phe, lie, Leu, 
Met, Pro, Val, Trp, Tyr 



<220> 

<221> MI SC_FEATURE 

<222> (18) . . (18) 

<223> Xaa = Any amino acid 



<220> 

<221> MIS C_ FEATURE 
<222> (19) . . (19) 

<223> Xaa = Hydrophobic amino acid selected from Ala, Phe, lie, Leu, 
Met/ Pro, Val, Trp, Tyr 



<220> 

<221> MISC_FEATURE 

<222> (20) . . (20) 

<223> Xaa = Any amino acid 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (26) . . (28) 

<22 3> Xaa - Any amino acid 



<400> 6 

Xaa Xaa Gly Val Val Trp Xaa Xaa Xaa Xaa Gly Xaa Xaa Tyr Ser Xaa 
15 10 15 



Arg Xaa Xaa Xaa Met Lys lie Arg Pro Xaa Xaa Xaa Gin 
20 25 



<210> 7 

<211> 65 

<212> DNA 

<213> Artificial 

<220> 

<223> Encodig haptotactic peptide C-beta 

<400> 7 

aaggggtcat ggtatcaatg aggaagatga gtatgaagat caggcccttc ttcccacagc 60 



aatag 



65 



<210> 8 

<211> 63 

<212> DNA 

<213> Artificial 

<220> 

<223> Encoding haptotactic peptide C-alpha-E 

<400> 8 

agaggggcag attattccct cagggctgtt cgcatgaaaa ttaggcccct tgtgacccaa 60 
tag 63 



<210> 9 

<211> 63 

<212> DNA 

<213> Artificial 

<220> 

<223> Encoding haptotactic peptide Pre -C -gamma 

<400> 9 

aaaacccggt ggtattccat gaagaaaacc actatgaaga taatcccatt caacagactc 60 
aca 63 



<210> 10 

<211> 15 

<212> PRT 

<213> Artificial 

<220> 

<2 23> Haptotactic consensus sequence 
<220> 

<221> MIS C_FEATURE 

<222> (3) . . (3) 

<223> Xaa is absent or hydrophobic amino acid selected from Ala, Phe, 
He, Leu, Met, Pro, Val, Trp, Tyr. 



<220> 

<2 21> MISC_FEATURE 

<222> (5).. (5) 

<223> Xaa = Any amino acid or absent 



<220> 

<2 21> MIS C_ FEATURE 
<222> (6) . . (6) 

<223> Xaa is absent or hydrophobic amino acid selected from Ala, Phe, 
He, Leu, Met, Pro, Val, Trp, Tyr 



<220> 

<221> MISC_FEATURE 

<222> (12) . . (14) 

<223> Xaa = Any amino acid or absent 



<400> 10 

Tyr Ser Xaa Arg Xaa Xaa Met Lys He Arg Pro Xaa Xaa Xaa Gin 
15 10 15 



<210> 11 
<211> 20 




<3l2> PRT 

<213> Artificial 

<220> 

<223> Haptotactic consensus sequence 
<220> 

<2 21> MIS C_FE ATURE 

<222> (2) . . (3) 

<223> Xaa = Any amino acid or absent 



<220> 

< 2 2 1 > MIS C_FE ATURE 
<222> (8) . . (8) 

<223> Xaa is absent or hydrophilic amino acid selected from Asp, Glu, His, 
Lys, Asn, Gin, Arg, Ser, Thr 



<220> 

< 2 2 1 > M I S C_FE ATURE 

<222> (10) . . (10) 

<223> Xaa = Any amino acid or absent 



<220> 

< 2 2 1 > MIS C_ FEATURE 
<222> (11) . . (11) 

<223> Xaa is absent or hydrophilic amino acid selected from Asp, Glu, 
His, Lys, Asn, Gin, Arg, Ser, Thr 



<220> 

<2 21> MIS C_FE ATURE 

<222> (15) . . (15) 

<223> Xaa = Any amino acid or absent 



<220> 

<221> MISC_FEATURE 

<222> (18) . . (20) 

<22 3> Xaa = Any amino acid or absent 



<400> 11 

Lys Xaa Xaa Trp Tyr Ser Met Xaa Lys Xaa Xaa Met Lys lie Xaa Pro 
15 10 15 



Phe Xaa Xaa Xaa 
20 



<210> 12 

<211> 30 

<212> PRT 

<213> Artificial 

<220> 

<223> Fibrinogen C beta homology sequence 
<220> 

< 2 2 1 > MIS COFEATURE 

<222> (2) . . (2) 

<223> Xaa = Hydrophilic amino acid selected from Asp, Glu, His, Lys, 
Asn, Gin, Arg, Ser, Thr 



<220> 
<221> 



MISC FEATURE 




<222> (4) . . (5) 

<22 3> Xaa = Hydrophobic amino acid selected from Ala, Phe, lie, Leu, Met, 
Pro, Val, Trp, Tyr 



<220> 

<221> MIS C_F E ATURE 

<222> (7) . . (8) 

<223> Xaa - Any amino acid 



<220> 

<2 21> MISC_FEATURE 

<222> (11) . . (12) 

<223> Xaa = Any amino acid 



<220> 

<221> MI S COFEATURE 
<222> (17) . . (17) 

<223> Xaa = Hydrophilic amino acid selected from Asp, Glu, His, Lys, Asn, 
Gin, Arg, Ser, Thr 



<220> 

<2 21> MIS C_FE ATURE 

<222> (19) . . (19) 

<223> Xaa = Any amino acid 



<220> 

<221> MIS C_F E ATURE 
<222> (20) . . (20) 

<223> Xaa = Hydrophilic amino acid selected from Asp, Glu, His, Lys, Asn, 
Gin, Arg, Ser, Thr 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (24) . . (24) 

<22 3> Xaa = Any amino acid 



<220> 

<221> MIS C_ FEATURE 

<222> (27) . . (30) 

<223> Xaa = Any amino acid 



<400> 12 

Asp Xaa Gly Xaa Xaa Trp Xaa Xaa Trp Lys Xaa Xaa Trp Tyr Ser Met 
15 10 15 



Xaa Lys Xaa Xaa Met Lys lie Xaa Pro Phe Xaa Xaa Xaa Xaa 
20 25 30 



